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Isolation by distance in Baltic sea trout 
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Mixed Stock Analysis, MSA 
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Genetic assignment: Who? When? Where? 



Stock assignment 

54% 

20% 

10% 

2% 7% 

7% 

1 2 3 4 5 6



2009 

2008 

2007 

2006 

2005 

2004 

Bjuren 2004-2009 

stam 

0,0 

0,1 

0,2 

0,3 

0,4 

0,5 

0,6 

0,7 

0,8 

P
ro

p
o

rt
io

n
 

Stock assignment 



Individual assignment 
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Genetics and migration 

Opening for fishing 
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Genetic studies in the river Sävarån 
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Lokal

2005 2006 2007 2008 Totalt %

Gärssjöbäcken 5 4 6 2 17 9%

Brännbäckens backe 1 1 4 2 8 4%

Brännbäckens mynning 5 4 1 10 5%

Klappmarksbäcken 15 3 25 22 65 34%

Gravån Ladänget 1 4 4 3 12 6%

Gravån Henriksfors 2 3 4 9 5%

Laxgårdsforsen 1 7 3 4 15 8%

Långforsen övre 6 3 1 10 5%

Svarttiduforsen 1 2 1 4 2%

Stenforsen 2 1 3 6 3%

Umeälven 1 14 4 1 20 11%

Öreälven 3 3 7 3 16 8%

Totalt 30 51 64 47 192 100%

Provtagningsår

Assignment test of smolt to tributaries and main stem in the R. Sävarån. 



Stocking of salmon and sea trout  in Sävarån 

0 100 km 50 

N 

Vindelälven 

Umeälven 

Sävarån 

Umeå 

Öreälven 

Byskeälven 

0 100 km 50 

N 

Vindelälven 

Umeälven 

Sävarån 

Umeå 

Öreälven 

Byskeälven 

>800.000 salmon- and 55.000 sea trout in 1989 ς 2005. Salmon from Byskeälven and 
sea trout from Ume-/Vindelälven and Öreälven. 

Nilsson, J., Östergren, J., Lundqvist, H. & Carlsson, U. 2008. Journal of Fish Biology 
Lundqvist et al . 2010. In: C. Hurford, M. Schneider & I. Cowx (eds.) Conservation monitoring in 
freshwater habitats - a practical guide and case studies. 
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Conclusions 
 
Å Spatial and temporal variation 
 

Å Method avaliable MSA, IA 
 

Å Stock level information already at hand 
 

Å Important for both salmon and sea trout 
 

Å Conservation and management 
 

Å Use in temporal and spatial regulations 
 
 



Thanks for your attention! 


